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New Genome Assemblies
Data from 12 whole genome assemblies have been 
added to GDR this past quarter. Access data from 
Gene Search, MegaSearch, Synteny Viewer, JBrowse, 
BLAST as well as the individual genome pages linked 
below.

Four wild relatives of peach
• Prunus mira Genome v2.0
• Prunus kansuensis Genome v2.0
• Prunus ferganensis Genome v2.0
• Prunus davidiana Genomne v2.0

Fragaria x ananassa Royal Royce
• Fragaria x ananassa Royal Royce Genome v1.0 

Assembly & Annotation available from genome 
page, JBrowse, and BLAST under Ft. Lauderdale 
agreement.

Five diploid strawberry species (Qiao et al. 2021)
• Fragaria daltoniana YNU Genome v1.0
• Fragaria pentaphylla YNU Genome v1.0
• Fragaria mandschurica YNU Genome v1.0
• Fragaria nilgerrensis YNU Genome v1.0
• Fragaria viridis YNU Genome v1.0

Two flowering cherry species
• Cerasus x kanzakura cv. 'Kawazu-zakura' v1.0
• Cerasus x kanzakura cv. 'Atami-zakura' v1.0
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Welcome to the first issue of the GDR newsletter in 2022. This newsletter is issued to inform
users about new or updated data and tools in GDR. In addition to new and updated data,
each issue will provide more detailed information in the specific featured tool/data section.

BIMS manual updated
BIMS (Breeding Information Management System)
manual has been updated. It now has extensive
information on Entering Data into Templates.

YouTube channel with video tutorials

More tutorial videos are available
How to use MegaSearch and How to use Synteny
Viewer short tutorials were made available this past
quarter. Go to the manual page or our YouTube
channel.

Synteny between the
chromosome 1 of the two
flowering cherry genomes

https://www.rosaceae.org/search/genes
https://www.rosaceae.org/tripal_megasearch
https://www.rosaceae.org/synview/search
https://www.rosaceae.org/tools/jbrowse
https://www.rosaceae.org/blast
https://www.rosaceae.org/Analysis/12080707
https://www.rosaceae.org/Analysis/12080706
https://www.rosaceae.org/Analysis/12080705
https://www.rosaceae.org/Analysis/11857924
https://www.rosaceae.org/Analysis/12335030
https://www.rosaceae.org/bio_data/12335044
https://www.rosaceae.org/Analysis/11885161
https://www.rosaceae.org/Analysis/12137892
https://www.rosaceae.org/Analysis/12137893
https://www.rosaceae.org/Analysis/12137894
https://www.rosaceae.org/Analysis/12137895
https://www.rosaceae.org/Analysis/12335072
https://www.rosaceae.org/Analysis/12335071
https://www.breedwithbims.org/manual
https://www.breedwithbims.org/node/25
https://www.youtube.com/channel/UC0S8SqxuMpfScejyE-VCtxA/videos
https://www.breedwithbims.org/manual
https://www.youtube.com/watch?v=Ia3v650TZAg&t=98s
https://www.youtube.com/watch?v=t6Kl2z_dCqs&t=7s
https://www.rosaceae.org/node/6989887
https://www.youtube.com/channel/UC0S8SqxuMpfScejyE-VCtxA/videos
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SNP Genotype data
Did you know? The volume of SNP genotype data 
housed in GDR increased more than ten times during 
the last two years (from 11 million to 131 million data 
points). We also introduced haplotype data a little 
over two years ago. The majority of the data have 
been produced through the efforts of the RosBREED
project (Iezzoni et al. 2020). Below are currently 
available datasets. Search SNP genotype, view the list 
of the project, or click the individual project pages.

Apple
• Apple_SNP_genotype_Howard_2021
• RosBREED_Apple_CRS_SNP_Genotype_2020
• Dessert_and_cider_core_collections_8k_SNP

Apricot
• Apricot-SNP_genotype-Dondini-2018

Peach
• RosBREED_Peach_CRS_SNP_Genotype_2020
• Peach_FB_SNP_genotyping_2015

Pear
• Pyrus NCGR collection SNP genotyping data

Strawberry
• RB_CRS_Strawberry_SNP_genotype_2019

Sweet Cherry
• RosBREED_Sweet_Cherry_CRS_SNP_Genotype_20

20
• Sweet_Cherry_Wiersma_2018
• Sweet_cherry_RosCOS_SNP_2011

Tart Cherry
• RB_CRS_Tart_Cherry_SNP_genotype_2019

The result page and downloaded file shows marker sorted
by genome location, allele, and SNP variation for each
germplasm

Join the GDR Mailing List and 
follow us on Twitter

Funded by:
USDA National Research Project 

(NRSP10)
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SSR Genotype data
GDR also has SSR genotype data from 20 datasets 
from apple, apricot, ground cherry, peach, pear,
sweet cherry, and tart cherry. Search SSR genotype, 
view the list of the project to access the individual 
project pages.

You can search SNP data using gene model of interest as
well as SNP name, location, germplasm, and dataset name

https://www.nature.com/articles/s41438-020-00398-7
https://www.rosaceae.org/search/snp/genotype
https://www.rosaceae.org/search/project/summary?sub_type=SNP
https://www.rosaceae.org/bio_data/11775494
https://www.rosaceae.org/bio_data/8666456
https://www.rosaceae.org/bio_data/158
https://www.rosaceae.org/bio_data/183
https://www.rosaceae.org/bio_data/8666455
https://www.rosaceae.org/bio_data/159
https://www.rosaceae.org/bio_data/9096992
https://www.rosaceae.org/bio_data/7833000
https://www.rosaceae.org/bio_data/8666454
https://www.rosaceae.org/bio_data/225
https://www.rosaceae.org/bio_data/130
https://www.rosaceae.org/bio_data/7832999
https://www.rosaceae.org/mailing_list
https://twitter.com/GDR_news
https://www.rosaceae.org/search/ssr_genotype
https://www.rosaceae.org/search/project/summary?sub_type=SSR
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